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Introduction

Plankton form the base of the food web in most aquatic ecosystems. There is a need to estimate the
biomass, abundance and the biodiversity of plankton organisms. Eutrophication, climate change,
invasive species and harmful algal blooms are some of the reasons to monitor plankton. Microscope
based methods are currently the standard in several monitoring programs including HELCOM-
COMBINE, for the Baltic Sea, and OSPAR-JAMP, for North Eastern Atlantic Ocean covering the area
between the Azores and the Arctic Ocean. Phyto- and zooplankton samples are collected using e.g.
water sampling devices, hoses or nets. Data have been collected for decades and large data sets are
available e.g. at international and national data centres. To work with the data in a consistent way
may be difficult without the right tools.

The Plankton Toolbox is a free tool for aquatic scientists, and others, working with phyto- and
zooplankton data. It is available for MacOS and Windows. Plankton Toolbox makes it relatively easy
for non-programmers to work with large data sets on the diversity, abundance, biovolume and
carbon content of plankton efficiently. The software is useful for working with datasets emanating
from quantitative and qualitative analyses of phytoplankton and zooplankton. Phytoplankton,
including harmful algae, are enumerated and identified in numerous ways; see e.g. Karlson et al.
(2010). One of the most popular quantitative methods is water sampling, preservation of the sample
and subsequent microscope analysis using the sedimentation chamber method (Utermdéhl, 1958;
Edler and Elbrachter 2010). The method produce data on the biodiversity of plankton. The cell
volume of the taxa is also often included to facilitate the calculation of biomass. Plankton toolbox
offers a work flow for calculating biovolume of organisms based on Olenina et al. (2006) and also
carbon content based on the algorithms by Menden-Deuer and Lessard (2000).

LifeWatch

The development of the Plankton Toolbox is part of the Swedish LifeWatch project funded by the
Swedish Research Council Vetenskapsradet. LifeWatch is also a European Union programme on
sharing biodiversity data across Europe.

Plankton Toolbox is free software
Plankton Toolbox is free software and comes with ABSOLUTELY NO WARRANTY.
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Uses for Plankton Toolbox

- Bad T

Plankton Toolbox S =y X
File View Extratools Help

Tool selector "

Plankton counter
Dataset manager Welcome to the Plankton Toolbox
Dataset screening

The Flankion Toolbox is a free tool for aquatic scientists, and others, working with environmental monitoring related to
Dataset reports phyto- and zooplankton.
Dataset analysis
Features include:
Extra tools * Counting module for use by the microscope
« Imports phyto- or zooplankton data in .bxt and xisx files in different formats (configurable)
* Work with data on abundance, biovolume and carbon content
Graph plotter - <hide> * Data screening - quality control of data
Toolbox logging - <hide> * Report generator

* Aggregate data, e.g. from species level to class level

<Hide all extra tools> « Plotting tools
« Statistics (in early development)
« Export data in .bxt or .xisx for further analysis or plotting

Dataset viewer - <hide>

il

i Usage instructions
A User Guide is avalable at: hitp://nordicmicroalgae.orgtools.
Preloaded data
o run the Plankton Toelbex there should be a folder named toolbox_data in the same folder as the executable file. I
contains species lsts, parsers (used for dataset imports) and code-lists for screening. Thess files can be madified by the
i user and new files can be added if the default set of files can't be used.
I under development
The Flankton Toolbox is under development and provided free with no guarantees regarding functionality. Comments,
I bug reports and requests for new functionality are welcome and can be sent to info@nordicmicroalgae.org
! More information about the project is available via the menu "Help/About".
i

The software Plankton Toolbox has many features, here follows the main ones:
1. The Plankton counter provides
a. Atool for the microscopist analysing (counting) plankton samples in a consistent
way.
b. A graphical user interface designed for counting samples using a computer by the
microscope. If you prefer pen and paper by the microscope you may find the
Plankton counter module useful anyhow.
c. A way to record metadata such as sampling data, station name etc.
d. A way to store templates with some metadata pre entered, e.g. when samples from
different dates from a certain station are analysed
e. A way to work with lists of organisms
i. The HELCOM-PEG list
ii. The Nordic Marine Phytoplankton group list
iii. A zooplankton list (ZEN —in development)
iv. A list of your own choice
v. User defined subsets of lists mentioned above
f. Information on traits such as trophic type, cell volume, harmfulness etc.
g. Easy calculations of cell abundance and biomass based on concentrated volume,
counted area, sedimentation chamber size etc.
h. A data format for storing results together with metadata and methods used
i. A way to save the results as a report
2. With the Data set manager you can :
a. Select results from the Plankton counter module
b. Import data sets in various formats, e.g. data sets downloaded from data centres.
i. Textfiles
ii. Microsoft Excel (.xIsx) files
¢. Combine different data sets
3. With Data set screening you can:
a. Carry out some quality control of the data, e.g.
i. Screen your data
ii. Make plots of the raw data
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4. With Data set reports you can:
a. Select what data you want to include in the report
i. Export data in various ways, e.g. in special formats
5. With Data set analysis you can
a. Clean up your data, e.g.
i. toexclude some data in you data set
1. to select certain species
2. toselect time period
3. toselect station
4. to select depth interval
b. Aggregate/complement your data
i. If asample has been counted at a high level of detail, e.g. at the size group
level, you may want to aggregate to a higher taxonomic level, e.g. species,
order or class level. Also non-taxonomic plankton groupings may be used.
ii. Add zeroes —when combining data from several sampling occasions it is
often useful to add zeroes for taxa that have not been observed
c. Plot your results
d. Calculate statistics

Mac, Windows and Linux

Plankton Toolbox is available for Mac and Windows. A Linux version will be made available upon
request. The software has been tested extensively on Windows 7 and to a smaller degree on MacOS
10.13.6, High Sierra. The user’s guide provides examples, i.e. screen shots, from Windows 7 and Mac.

Getting the latest version of the software and the user’s guide
The software and the user’s guide may be downloaded from http://nordicmicroalgae.org/tools

Installing the software
Download the zip file. Unpack it and place it in a convenient place on your computer. It should also
be possible to run the software on a server or on a virtual machine.

Windows

Place the whole folder with the software and supplied subfolders and files e.g. on the C: drive or the
D: drive if you have multiple partitions on your hard drive.

Start the software by double clicking on the black and white icon.

demo_data
plankton_toolbox_counter
& plankton_toolbox_data
[£] plankton_toolbox_log.bd
plankton_toolbox_ver_1_3_2.exe

In some computing environments you need to be a local administrator of your computer to be
allowed to install or run software. Check with your IT-department if this is needed.


http://nordicmicroalgae.org/tools
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Mac
The instructions below should work for most users.

After unpacking the folder downloaded from http://nordicmicroalgae.org/tools you need to do the

following:

1. Place the program, i.e. “plankton_toolbox_ver 1 3 0” in the logged in user’s folder, e.g. in
Peter, if you are logged in as Peter on your Mac. The folder icon looks like a small house.

2. Also place the subfolders “plankton_toolbox_data and “plankton_toolbox_counter” in the
logged in user’s folder, e.g. in Peter, if you are logged in as Peter on your Mac.

3. To start the program double click on “plankton_toolbox_ver 1 3 0”.

This will start the window for terminal on the Mac. A few seconds later Plankton Toolbox
starts. The terminal window will run in the background. The information shown in the
terminal window is not of importance for the user of Plankton Toolbox.

5. Note: the first time you start the software you will need to say ok to running this program on
your Mac. You will need to modify security the settings in system settings. First try ctrl-
clicking on the software the first time you run it to get a question about running the software
directly. See also: https://support.apple.com/en-us/HT202491.

For further instructions and screen prints concerning Mac, go to page 32.

The Plankton toolbox folders
plankton_toolbox_data

This folder must not be moved or deleted. Essential parsers, species lists etc. reside in the folder.
Read more about this in the section on taxonomic lists near the end of the user’s guide.

plankton_toolbox_counter

This folder must not be moved or deleted. In the config folder, the settings of your counting methods
and species lists are saved. In the datasets folder your results are saved automatically.

Getting help

The user’s guide is, at present, the only help system for Plankton Toolbox. The user community is
encouraged to use the forum at http://nordicmicroalgae.org/forum to post questions and answers
and to suggest improvements for the software. Also use the e-mail address

info@nordicmicroalgae.org for questions.



http://nordicmicroalgae.org/tools
https://support.apple.com/en-us/HT202491
http://nordicmicroalgae.org/forum
mailto:info@nordicmicroalgae.org
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Basic concepts

Data sets
Plankton Toolbox treats data as datasets. A data set may contain results from one or several samples.
Datasets may be combined, e.g. when working in the Data manager and Dataset analysis.

Taxonomic hierarchy

One of the features of Plankton Toolbox is the ability to aggregate data to different taxonomic levels,
e.g. to class level. This requires a taxonomic tree, i.e. a hierarchy. There are two different taxonomic
hierarchies supplied with the package. You may also create your own hierarchy. The hierarchies are
user selectable, i.e. the user can use a tree of his or her own choice.

1. The taxonomic hierarchy used in Nordic Microalgae, http://nordicmicroalgae.org. This is

based on AlgaeBase, http://algaebase.org (Guiry and Guiry 2015).
2. The taxonomic hierarchy used in the HELCOM-PEG list.

Cell volumes and trophic types

Another feature of Plankton Toolbox is the ability to work with biovolumes of phytoplankton. A list of
cell volumes for phytoplankton taxa from the Baltic Sea region based on Olenina et al. (2006) is
supplied with Plankton Toolbox. This list is updated yearly by the HELCOM Phytoplankton Expert
Group and is available for download at www.ices.dk. The list also includes information on the trophic
type of the organisms, e.g. autotrophic, mixotrophic or heterotrophic. The term not specified (NS) is
used for cells that have an unknown trophic type. In addition to the standardised lists support for
lists handling synonyms and user defined lists is part of Plankton Toolbox. Calculation of carbon
content is part of Plankton Toolbox. The equations used for phytoplankton were developed by
Menden-Deuer and Lessard (2000).

The user interface

The user interface consists of one or a few window panes. There is a main window pane and window
panes called Extra Tools. You may show and hide window panes as you please. If you have a large
computer monitor you may choose to have all open. It is also possible to tear off window panes and
place them on the same or on another computer monitor. The Extra Tools may easily be moved
around by clicking and dragging them. They may float in front of the toolbox, or placed where one
wishes, far right or below the work space.

The Extra Tools

Toolbox logging
In this text file activities are logged and errors reported. Keep the window open when
importing new data sets to note problems with species names etc.

Dataset viewer
You can see the original data, the filtered data or choose to not see any data for increased
speed.
Data may be exported through the clipboard and pasted into other software such as a text
editor or Microsoft Excel.
Data may be exported using the save function as text files or xlsx files.

Graph plotter
In this window pane new plots are shown. Plots may be exported in various formats, e.g. jpg
and png.


http://nordicmicroalgae.org/
http://www.ices.dk/
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Here follows some examples of how you may configure the user interface.

File Extratools Help
Activities:

[ Piancon oo I e
 JE

File View Extratools Help

Tool selector

Plankton counter
Dataset manager
Dataset screening
Dataset reports
Dataset analysis

Extra tools

Dataset viewer - <hide>
Graph plotter - <hide>
Toolbox logging - <hide>
<tiide all extra tools>

“A

Welcome to the Plankton Toolbox

The Plankton Toolbox is a free tool for aquatic scientists, and others, working with environmental monitoring related to
phyto- and zooplankten.

Features include:

+ Counting module for use by the microscope

« Imports phyte- or zooplankton data in .bct and .xlsx files in different formats (configurable)
* Work with data on abundance, biovolume and carbon content

= Data screening - quality control of data

* Report generator

» Aggregate data, e.g. from species level to class level

 Flotting tools

* Statistics (in early development)

* Export data in .04t or .xlsx for further analysis or plotting

m

Usage instructions
A User Guide is available at: http://nordicmicroalgae.org/toals.
Preloaded data

To run the Flankton Toolbex there should be a folder named toolbox_data in the same folder as the executable file. I
contains species lists, parsers (used for dataset imports) and code-lists for screening. These files can be modified by the

Under development

user and new files can be added if the default set of files can't be used.

The Flankton Toolbox is under development and provided free with no guarantees regarding functionality. Comments,
bug reports and requests for new functionality are welcome and can be sent to info@nordicmicroalgae.org

More information about the project is available via the menu "Help/About".

Plankton counter

Dataset manager
Dataset screening
Dataset reports

Dataset analysis

Extra tools:

Dataset viewer (hide)
Graph plotter  (hide)
Toolbos logging  (hide)
(Hide al)

Main window only

Plankton Toolbex - Desktop application

Welcome

Welcome to the Plankton Teolbox

The Planktan Toalbox is a free tool for aquatic sdentists, and others, working with environmental
mnitoring related to phyte- and zogplankton.

Features indude:

* Counting module for use by the microscope

* Imports phyto- or zooplankton data in .bxtand .xisx files in different formats (configurable)
*Work with data on abundance, biovolume and carbon content

*Data screening - quality control of data

*Report generator

* Aggregate data, e.g. from spedies level to dass level

*Plotting tools

* Statistics (in early development)

*Exportdatain .txt or .xsx for further analysis or plotting

Usage instructions

A User Guide is available at: hitp: /nerdiamicralaa org/tools.

Preloaded data

Ta run the Plankton Toolbex there should be = folder named plankton_toolbox_data in the
same folder as the exceutable file. It contains specics lists, parsers (used for dataset imports) and
code-ists for screening, These files can be modified by the user and new files can be added if the
defaut set of fies can't be used.

Under development

The Plankton Toalbox is under development and pravided free with no quarantees regarding
functanalty. Comments, bug reports and requests for new functionality are welcome and can be

sent to info@nordicmicroalaze.org

More information about the project is available via the menu "Help/About”.

Toolbox logging 8

2020-11-24 16:25:11: Plankton Toolbox, Version: 1.3.3RC1.

2020-11-24 16:25:12: Available dataset parsers (located in "plankton_toolbox_data/parsers”)
2020-11-24 16:25:12: - sharkweb_phytoplankton_2018-08-27.xlsx

2020-11-24 16:25:13: Loading species lists (located in "plankton_toolbox_data\species”):
2020-11-24 16:25:13: - taxa_extraxlsx (Species and other taxa)

2020-11-24 16:25:1%: - taxa_worms.xlsx (Species and other taxa)

2020-11-24 16:25:19: - translate_ectraxlsx (Misspellings etc)

2020-11-24 16:25:1% - translate_worms.xlsx (Misspellings etc)

2020-11-24 16:25:1%: - bolcolumns_xlsx (Biovolume column mapping)

2020-11-24 16:25:1: - bol_helcom_peg_version_2020xlsx (Biovolumes etc. for sizeclasses]
2020-11-24 16:25:27: - bvol_smhi_peg_version_2020.xlsx (Biovolumes etc. for sizeclasses)
2020-11-24 16:25:27: - trophictype_xlsx (Trophic types)

2020-11-24 16:25:27: - harmful_hab.xlsx (Harmful arganisms)

2020-11-24 16:25:27: - planktongroups_xlsx (Plankten group definition]

Main window pane with window pane Toolbox logging open
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Plankton Toolbox.

file View Extratools Help

Tool selector Graph plotter 8 x

Dataset scree
| e [t |

Chart type: [Scatter chart_~

Plankton counter | Check strucure | nd species | Check. | P <>
Dataset manager

[ stacked

¥ log scale

Edit and save.

Parameters:

Parameter values per date
Pe—— [7] # counted (ind/analysed sample fraction)
S [¥] Abundance (ind/I or 100 um pieces/l) 10°, (8% Founaance T or 155w )|
Dataset Abundance (iné or 100 um pieces/)
elaset nclysts [C] Biovolume concentration (mm3/1)
Extra tools [ Carbon concentration (ug C/I) 10°] . .

Dataset viewer - <hide>
Graph plotter - <hide>
Toolbox logging - <hide>
<tide al exra tools>

Clear all Mark all

[Prot parameter values| [Pt paremeters values per date|

Imported datasets: 1

xtra tools — Hel

_ - Chart abels
Tool selector L
Dataset anal Chor e (S =) ] combied [ tocked Yl e B
wetone
[— I [ Gense | [ Fiter | redefned grophe | Ganencgraphs | sttt | Expons Time series

Dataset menager

Dntost srcening Parameter |Carbon concentration (ug ) =) Time series Add plot. [w%e Carbon conceniration (ug €|
Dataset reports Seasonal e A3t
[Voles for txa / ston ond dote]
Baratools
Vates fo statio and dse / tava
Detase viewer - <hide>

Groph poter - <hide>
Toalbox logging - <hide>
<Hide al exro tools>

H

4

g

Analyss das, fikered data, statistical data and export data

Analysis dota Number of rows: 280

Carbon concentration (ug C/)

Vi

Gt vstyer sompledate month  sfonname  somple abtudedd  sample longtude dd  sampl
1 Phytoplankton 2011 20111219 12 BL 58803 176253

1 Pvopaken 21 2B Bl So303 i 3 o0 % % P P T S e
4 Phytoplankion 2011 20111219 12 Bl 58803 17625 L
S Phywoplankion 2011 20111208 12 BY15 GOTLANDSD) 573333 2005

& Phywoplankion 2011 2011-1208 12 BY15 GOTLANDSD) 573333 2005

7 Phytoplankion 2011 2011-1208 12 BY15GOTLANDSD) 573333 2005

A Phyloplankion 2011 20111208 12 BY15GOTLANDSD) 573333 2005

o Phywoplankion 2011 20111122 11 61 58803 176253

0 Phytoplankion 2011 2011112 11 Bl 58503 176253

1 Phytoplankion 2011 20114122 11 BL 58803 176253

12 Phytoplankion 2011 2011-11-2 11 Bl 56503 176253

13 Phytoplankton 2011 20111148 11 BY15 GOTLANDSD) 57.3333 05

1+ Phytoplankion 2011 2011-11-18 11 BY15 GOTLANDSD) 573333 2005

15 Phytoplankion 2011 20111118 11 BY15GOTLANDSD) 573333 2005

1 Phytoplankion 2011 20111148 11 BY15 GOTLANDSD) 573333 2005

17 Phytoplankion 2011 20111025 10 B 58503 176253

1 Phytoplankton 2011 20111025 10 BL 58803 176253

19 Phytoplankion 2011 20111025 10 Bl 58803 176253

o Phytoplankion 2011 20111025 10 Bl 58503 176253
i
Export dats

[Copytocipooard il format: [Tab deimted tet e (=) =] [__save

I ] >

Main window pane with Graph plotter in a separate window.



Plankton Toolbox Users Guide version 1.3.2, 10 October 2019

Plankton counter

Selected dataset: SMHI 2015

Samples in dataset |

Toolbox logaing

Mumber of displayed

rows: 1000

Clear log

L9 Laholmsbukten 2015-05-04 0-10m

< I

2015-11-30 21:20:57: Welcome to the Plankton Tooll
2015-11-30 21:20:57: Mote: Log rows are both sent t

2015-11-30 21:20:57: Available dataset parsers (locat|
2015-11-30 21:20:57: - sharkweb_phytoplankton_201]

2015-11-30 21:20:58: Loading species lists {located it
2015-11-30 21:20:58: - taxa_userxlsx (Species and oth
2015-11-30 21:20:58: - taxa_helcom_peg_2015.dsx S|
2015-11-30 21:20:58: - translate_userxlsx (Misspelling
2015-11-30 21:20:58: - bvelcelumns_userxlsx (Biovo
2015-11-30 21:20:58: - bvel_helcom_peg_version_20]
2015-11-30 21:21:00: - planktongroups_userxlsx (Pla

Plankton counter

Selected dataset: SMHI 2015

set viewer

Datasets: | <select dataset>

Samples in dataset

Toolbox logging =

L9 Laholmsbukten 2015-05-04 0-10m

1000

Clear log

2015-11-30 21:20:57; Welcome to the Plankten Toolt
2015-11-30 21:20:57: Note: Log rows are both sent t

Number of displayed rows:

2015-11-30 21:20:57: Available dataset parsers (locat|
2015-11-30 21:20:57: - sharkweb_phytoplankton_201)

2015-11-30 21:20:58: Loading species lists (located i
2015-11-30 21:20:58: - taxa_userxlsx (Species and ot
2015-11-30 21:20:58: - taxa_helcom_peg_2015.xlsx (5|
2015-11-30 21:20:58: - translate_userdsx (Misspelling
- brolcolumns_userxsx (Biovo
- bol_helcom_peg_version_20]
- planktongroups_useradsx (Pla

2015-11-30 21:21:

< 0 ] »

Export dataset

New... | [ Deete.. | [Editjcount... |

copy to cipboard] File format: [Tab delimited text fle (4

Tearing off the Toolbox logging window pane to a separate window
S ——— T ———

Tool selector

Ele View Bdratools Help

Plankton counter

Dataset viewer - <hide>
Graph potter - <hide>
Toobox loggig - <hide>
<ride o extra toos>

[Toobox ogong

Plriton counter dotasets ‘Selected datasets SMHE 2015
Dataset screening SMHI2015

Datasetreports

viekome

Exratoos

Samples n dataset

(o)

S Clsbuien 2715050 0-10m

New. Dekte... | [Edtjcount..

E ) ——

I B

e x]

Dataset vewer 8

Datasets: [<sdect dataset> ~

Export dataset

[Copy to dipboard] Fie format: [Tab delmited text ie:

8:

Number of dsplayed rows: 1000

2015-11-30 21:20:57: Welcome to the Plankton Toolbox,
2015-11-30 21:20:57: Note: Log rows - " tool

2015-11-30 21:20:57: Avalable dataset parsers (located in "toolbor.data/parsers"):
2015-11-30 21:20:57: - sharkweb_phytoplankton_2015-11-05sx

2015-11-30 21:20:58: Loading specieslsts (Iocated in "toolbox,_data/species/);

2015-11-30 21:20:58; - taxa_useraisx (Species and other taxa)

2015-11-30 21:20:8: - taxa_helcom_peg 2015.xsx (Species and other taxa)

2015-11-30 21:20:8: - translate_userxist (Misspelings etc)

2015-11-30 21:20:8: - buolcolumns_usexis (Biovolume column mapping)

2015-11-30 21:20:8: - bol_helcom_peg_version 2015 ist (Biovolumes etc. for sizeclasses)
2015-11-30 21:2100: - planktongroups_userxisx (Plankton group definition)

“plankton_toolbor log "

Docking the Toolbox logging window pane below the main window pane.
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Welcome

File View Extratools Help

Tool selector

Plankton counter

Dataset manager Welcome to the Plankton Toolbox
Dataset screening

The Plankton Toolbox is a free tool for aguatic scientists, and others, working with environmental monitoring related to phyto- and

Dataset reports zooplankton.

Dataset analysis
Features include:

Extra tools * Counting module for use by the microscope

* Imports phyto- or zooplankton data in .txt and .xIsx files in different formats (configurable)
* Work with data on abundance, biovolume and carbon content

Graph plotter - <hide> * Data screening - quality control of data

Toolbox logging - <hides * Report generator

* Aggregate data, e.q. from species level to class level

* Plotting tools

* Statistics (in early development)

* Export data in .txt or .xlsx for further analysis or plotting

Dataset viewer - <hide>

<Hide all extra tools>

Usage instructions

A User Guide is available at: http://nordicmicroalgae.org/toals.

Preloaded data

To run the Plankton Toolbox there should be a folder named toolbox_data in the same folder as the executable file. It contains species
lists, parsers {used for dataset imports) and code-lists for screening. These files can be modified by the user and new files can be
added if the default set of files can't be used.

Under development

The Plankton Toolbox is under development and provided free with no guarantees regarding functionality. Comments, bug reports and
requests for new functionality are welcome and can be sent to info@nordicmicroalgae.org

More information about the project is available via the menu "Help/About".

The Plankton Toolbox welcome page. Text and links will guide you to useful information.
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Getting started with Plankton counter
To get started counting a plankton sample you need the following information:

1.

Meta data about the sample, where it was collected, when, how it was preserved etc.
a. You may want to save the data as a template sample
A list of taxa that you expect to find in the sample. A useful list for the Baltic Sea area is
provided (see managing species lists for details)
Information on your counting device e.g.
a. Volume of sedimentation chamber or filtered volume, e.g. 20 mL
b. The diameter of sedimentation chamber or filtered area, e.g. 26 mm
Information on your microscope. You may need to use a stage micrometer (a small ruler) to
check the diameter of the field of view in your microscope at a certain magnification. The
information may look like this:
i. 5xobjective xx mm
ii. 10x objective yy mm
iii. 20x objective zz mm
iv. 40x objective 3@ mm
v. 100x objective 4@ mm
Information on sample volume and the volume of preservative added is needed to calculate
the dilution of the sample that is a result of adding preservative.
The next thing to do is to set up a method that suits your work. You may want to set up
methods for different magnifications and for different counting styles. Some examples:
a. 5xwhole chamber
10x whole chamber
20x transect counting (=counting diameters), 20x field of view
40x transect counting (=counting diameters) ), 20x field of view
100x field of view counting (useful for counting autotrophic picoplankton in the
fluorescence microscope)
Start counting!

m oo o
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Plankton counter

The plankton counter is a tool for counting zooplankton or phytoplankton samples. The module
enables you to record your results while analysing.

Activities:

Plankton counter
Plankton counter - datasets and samples

Welcome

Plankton counter

Dataset manager Dataset: 2019_Naticnal_monitoring
Dataset screening

Dataset reports Mew dataset ?
Dataset analysis

Dataset name: (20 19_Naﬁona|_m0nib3ring| |
Extra tools:

Exampla: SHARK_Phytoplankton_2016_MationalMaonitoring
Dataset viewer (hide)
Graph plotter (hide)

Create dataset Cancel
Toolbox logging  (hide)

(Hide all)

Mew sample... Delete... Edit/count sample...

Refresh dataset list| |Exportfimport samples {.xlsx)...| |Exportfimport toolbox data (.zip)...

. L. Mew dataset. ..
Choose one of the existing Plankton counter datasets or create a new one by clicking
and naming the dataset. In the dataset several samples may be added (new samples are added by

»
clicking

), so if you have a program for a whole year, you may add all stations, dates and

depths analysed.
Activities:
Plankton counter
Welcome

Flankton counter - datasets and samples

Plankton counter

Dataset manager ‘ Dataset: 2019_Mational_monitoring
Dataset screening New sample ? %
Dataset reports
Dataset analysis
¥ Dataset: 2019_Mational_monitoring ~
Extra toals:

Sample name: |Anholt E_2019-08-18_0-10m)|

Dataset viewer (hi
Graph plotter  (hide
Toolbox logging  (hi Cance!
(Hide all) ‘

Example: Slaggd_2016-06-01_0-10m_MNet

New dataset... Delete. .. Edit/count sample...

Refresh dataszet list| Exportfimport samples (.xsx)... | |Exportfimport toolbox data (.zip)...

[Exporhﬁmport samples (.xlsx)... ]

By clicking you can import samples that are already created that may be

stored somewhere else, on a server or elsewhere. Likewise, you may export samples from your hard
disk if you want them to be available from other computers or to collegues.
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Activities:

Welcome

Dataset manager

Dataset screening
Dataset reports
Dataset analysis
Extra tools:

Dataset viewer (ide)
Graph plotter (ride)

Toolbox logging  (hide)
(Hide all

Plankton counter

Plankton counter - datasets and samples

Dataset: 2019_National_manitaring Export/import samples

7 x
- Sample: Anholt E_2019-08-18_0-10m
Exportsamples  Import samples
Export to directory: | [ Browse...
Dataset: 2019_Naticnal_monitoring
[ Anholt E_2019-02-18_0-10m
Clear all Mark all
e s
New dataset...| [New sample...| | Delete,

Refresh dataset hstl Export/mport samples (.idsx) ' Export/mport toolbox data (.zip)...

Delete incorrect or unwanted samples or datasets:

Activities:

IEY Delete datasets and samples [4 X

Delete datasets ~ Delet= samples

Welcome:

Dataset manager
Dataset screening
Dataset reports
Dataset analysis

Extra tools:
Dataset viewer (hide)
Graph plotter  {hide)
Toolbox logging  (hide)

(Hide ally

Plankton counter - datasets and samples

Plankton counter

Dataset: 2019_National_monitoring
Anholt E_2019-08-18_0-10m

Dataset: 2019_National_monitoring
- Sample: Anholt E_2019-08-18_0-10m

New dataset...| [Mew sample... Delete... Editfcount sample...

Refresh dataset list| Exportfimport samples (\xlsx)...  Exportfimport to

14
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Plankton Toolbox - Desktop application
File Extratools Help
Activities:

Plankton counter

Welcome Plankton counter - datasets and samples

Plankton counter

Dataset manager Dataset: 2019_Maticnal_monitoring
) - Sample: Anholt E_2019-08-18_0-10m
Dataset screening
Dataset reports
Dataset analysis
Extra tools:

Dataset viewer (hide)
Graph plotter (hide)
Toolbox logging  (hide)
(Hide all)

Mew dataset... |MNew sample,.. Delete, .. Edit/count sample. . .

Refresh dataset list| | Exportfimport samples (.xlsx)... | |Exportfimport toolbox data (.zip)...

To enter an existing or new count, mark the actual sample name and click [Ed't‘rmunt Sample"']
double click the actual sample name.

or

Activities:

Plankton counter

Welcome Plankton counter - datasets and samples

Plankton counter

Dataset manager Dataset: 2019_Mational_monitoring

) - Sample: Anholt E_201%-08-18_0-10m
Dataset screening
Dataset reports

Dataset analysis A Plankton toclbox data export/import ?

Extra tools: Export to backup  Import from backup

Dataset viewer (hide)

Graph plotter  (ide) Backup to directory: | | I Browser)
Toolbox logging - (hide) Backup filename (zip): |BAcw_|P4:-|ankmnToolbox~ver1.3.2Rc3_2n 19-10-03_095451.2ip |
(Hide ally

Backup Cancel

MNew dataset...| New sample... Delete... Edit/count sample. ..

Refresh dataset list| Exportfimport samples {.xlsx)... WExportfimport toolbox data {.zip). .

By clicking |Export/import toolbox data (.zip)... you can backup your work or import earlier backups.
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Sample info
Start by unclicking the “locked for editing” box, it is just a security for not altering existing work
without intending to.

3 ankton counte

Dataset: 2019_Mational_moenitoring Sample: Anholt E_2019-08-18_0-10m

q Locked for editing

Sample info Counting methods Count sample Sample data
Sampling

Sample name: | Anholt E_2018-08-13_0-10m Change name...

Sample id: | ‘
Sampling: Year: Month: Day: Sampling time (UTC):
ICES metadata: Year: l:l Country code: l:l Platform code: | | Series: | |

Sampling laboratory: | |Drderer: | |

provect: | I

DLu

Sample info Counting methods Count sample Sample data

Dataset@@020_National_monitoring Sample: Anholt E_2020-08-17_0-10m
for editing

Sampling

Sample name: |Anholt E_2020-08-17_0-10m

Anholt E_2020-08-17_0-10m |

Sampling: Year: |2020 | Month: |08 | Day: |1? | Sampling time (UTC):
ICES metadata: Year: Country code: Platform code: |7?SE | Series: |05?8 |

Sampling laboratory: |5MHI | Orderer: |Hav5 och Vattenmyndigheten

Sample id:

Project code: | Project name:

MAT Nationell miljiévervakning |
Method documentation: |

| Method ref.: ‘HC-C-CG

Station name: |ANHOLTE | Station code: I:l

Latitude, degree: |56 | minute: |39.99 Longitude, degree: |12 | minute: |7.0 |
Latitude, decimal: | 56.66660 Longitude, decimal: |12.11670
Sampler type code: | HOS (Hose) V|

Sample max depth (m): Water depth (m):

Sample min depth (m):

Sampled v~:

Net sampling

Met type code: hd |

Mesh size (um): I:l Wire angle (deg): l:l Tow length {m): I:l

] 0

Sampler area (m2):

Analysis
Analytical laboratory: |SMHI |
Analysis. Year: |2020 | Month: |11 | Day: |16 | Today

Analysed by: |Marie Johansen |

Comments:

Clear Copy from sample... _

Fill in all relevant information about this sample. If you have a template already, just click

Copy fr . . . . . - .
opy from sampie and find the template. Ajust dates etc. The information filled in is automatically

saved and you can proceed to Counting methods. Note that sampled volume is the volume actually

sampled with the hose. This volume is not used when calculating, it is only sampling information.
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Counting methods

Plankton counter

? X
Dataset: 2019_MNationa@monitoring Sample: Anholt E_2019-08-18_0-10m
[ Lodked for editing
Sampleinfo ~ Counting methods  Countsample  Sample data ol
Counting methods
Default method setup: | Quantitative_inc_biov Zeiss Axiovert 200 -
Copy values from selected setup| |Reset to used values for this sample
Methods: Method values: Method steps:  Method step values:
A - Utermohl Sampled volume (mL): Al - Utermoh Magnification:
B - Filtered sa Preservative: ‘CLU (Acid Lugol 's solution) ~ A2 - Utermoh Microscope: |Zeiss Axiovert 200
C - Filtered sa A3 - Utermoh
Preservative volume (mL): A4 - Utermoh Count area type: | Chamberfilter ~
Counted volume (mL): Diameter of view {mm):
Chamber ffilter diameter {mm): Transectfrectangle width {mm):
Method type:  Quantitative ~ Transect/rectangle length {mm):
Coefficent for one area: |40 [ cale. by user
Default counting species list: |Baltic phytoplankton list
< > < > View sizedass info

Manage counting methods:

Add method/method step...| Delete method step(s)... Save as default method setup... | Delete default method setup(s)...
v
>

<

Close plankton counter

Fill in/choose the relevant information. Choose “Default method setup”, default lists are found/saved
in the folder named counting_methods, note that you need the correct settings for your specific

. . Copy values from selected setup
microscope. Click [ to get the values from the chosen default method

setup. If you are in the middle of a count and accidentally change some values, click

Reset to used values for this sample]

and your values will be restored.

Choose species list for the count (Default counting species list), mark the “view sizeclass info” if this is

an analysis including biovolumes. All cells may be filled in with information of your own choice, also
the drop down menu.
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Count sample

Dataset: 2020_Hational_monitoring Sanl Anholt E_2020-08-17_0-10m
[ Locked for editing

Sampleinfo  Countingmethods ~ Countsample  Sample data

Method steps Summary Species lists
Method step: | Al - Utermohi - 100%_chamber/fiter o] [extown Select summary type: Select counting spedies list:
Counted per taxajsizes ~ Baltic phytoplankton list v

Count area type: | Chamberffilter

[ sort on mast counted

Filter, part of name: guina Clear
Count areanumber: | Add countarea | Remove count area Current methad step only
ientific name ize clas 3Flac Cells Trophic typ i
Coeffident: 40 Lock taxa... Total counted: 28
2004 Guinardiacielicatla 1 10 AU 51 B-12x20-40, V' 2355.0, 5
Species Akashiwo sanguinea [1]
Guinardia flaccida [7] : 7 2005 Guinardia delicatuls. 2 10 AU 5: 8-12<40-60, V: 3925.0, 51
Scientfi :
centificname: | Guinardia flaccida Probosciaalata[7]:6 (¢
Fulrame: GUinardia faceida Pseudosolenia calcar-avi 2006 Guinardia delicatula. 3 10 AU 513174060, V- 8831.2 £
Sp-Jsop.: x| cf: o 2007 Guinardia flaccida 1 10 AU 50 13-17:60-80, V: 12167.1,
size dass: | ] v
ﬁ Sizeinfo:  Size: 33-37%200-300, Volume: 240406.2, Shape: cylinder 2008 Guinardia flaccide. z 0 Al 5:18-2260-60. V: 219600,
Counting 2009 Guinardia flaccida 3 10 AU 50 23-274B0-100, V: 44156,
# counted: |7 v oo | o | Geer 2010 Guinardia flaccids. 4 AU 5 28321 11130, v G47ED
Qualitative: 1 2 3 4 5 Clear
2011 Guinardia flaccida 5 10 AU 5:3330d0-80, V- 721219,
Resume counting
2012 Guinardia flaccida 3 1 AU 5: 33-37100-150, V12020
Comments:
2013 Guinardia flaccida 7 10 AU 5: 33-37:200-300. V- 24040
2014 Guinardia flaccida 8 10 AU 50 38-42100-200, V- 16840
2015 Guinardia flaccida ] 10 AU 5 48-52100-150. v 24531
PNTE Cninardia ctists 1 in Al 2 ANANGENA BR W dangs s Y
< > < >
Save as counting species list. View sizedassinfo  Delete counting species lists... | Size: 10 v

To start counting you will need species lists. A phytoplankton list included cell volumes is already in
the folder, but you can add your own lists. Now you can start your count. Select species list. Find the
species you want to count in the species list (right column) by filling any part of genus or species
name. Size information of your selected species will show up underneath the name and size class to
the left. Count by clicking the space bar or by marking the buttons on the screen. Uncount by clicking

Size: |10 N
backspace. If you want to adjust the font size of the right hand species list, click: =

The species you count end up in the left column, where you can mark species already in the existing
count. You can also save the left hand list as a template for later counts. If you want to create a
counting species list before you start, you can create a .txt-file and save it in the following folder:

Plankton Toolbox -> toolbox_data\plankton_counter\config\counting_species_lists
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You can easily add or remove counted transects or field views.
Plankton caunter ? X

Dataset: 2019_National_monitoring Sample: Anholt E_2019-08-18_0-10m
[ Locked for editing

sampleinfo  Countingmethods ~ Countsample  Sample data

Method steps Summary Spedies lists
Vethodstep: | AZ - Utermohl - 200x Y| Proaees Select summary type: Select counting species ist:
Counted per taxa/sizes “ Baltic phytoplankton list “
Countareatype: Transects l 1
[ sort on most counted Filter, part of name: ‘nit Clear
Count area number: | 7' Add count area | | Remove count area Current method step only
Scientific name Size class SFlag Cells Trophic
Coefficent: 373 Lock taa... Total counted: 36 " . o]
2529 Nitzschia longissima 1 AU
Nitzschia longissima [3] : 4/ |2530 Nitzschia longissima 2 AU
Speci -nil ii . . . -
pecies Pseudo-nitzschia [4] : 32/0 2531 Nitzschia longissima 3 AU
scientific name: | Nitzschia longissima | i i
2532 Nitzschia longissima 4 AU
Fullname: |Nitzschia longissima i i
g 2533 Nitzschia paleacea 1 AU
Sp.fspp.: ~| Cf.: he " . .
2534 Nitzschia sigmoidea 1 AU
size class: |3 hd
2535 Nitzschia sigmoidea 2 AU
2536 Nitzschia vitrea 1 AU
Counting " -
2537 Nitzschia 1 AU
¢ countmt 0| [0 ][] (2] (0] [0 [
) 2532 Nitzschia 2 AU
Qualitative: 1 2 3 4 5 Clear
2539 Nitzschia 3 AU
Resume counting
2340 Nitzschia 4 AU
Comments: 2541 Nitzschia 5 AU
2517 Mitzerhia A Al v
< > < >
Save as counting species list. . View sizedlass info | Delete counting species lists...

Close plankton counter

Click or open the drop down menu to start counting on the next level, e.g 200x or 400x.
Click [ Lock taxa...

]if you have an organism that you want to stop counting after x transects or

field views, but you want to continue counting transects or field views with the rest of the sample.

Sample data
Plankton counter ’ *

Dataset: 2019_National_monitoring Sample: Anholt _2010808-18_0-10m
[ Locked for editing

Sampleinfo  Countingmethods ~ Countsample  Sample data

scientific_fuil_name taxon_dass scientific_name size_dass  method_step count_area_number  locked st area  counted_units  counted_units_list  abundance_dass  coeffident  abundance_units | volume_mm:
1 Akashiwo sanguinea Dinophyceae  Akashiwo sanguinea 1 AT - Utermohl - 100x 1 4 4 20 160.0 0.003386

2 Guinardia flaccida Bacillariophyceae Guinardia flaccida 4 Al - Utermohl - 100x 1 5 5 0 2000 0.01696

3 Mesodinium rubrum  Litostomatea  Mesodinium rubrum 8 A1 - Utermohl - 100x 1 2 2 20 200 0.005233

4 Mitzschia longissima Bacillariophyceae Nitzschia longissima 3 A2 - Utermohl - 200x 2 4 40 373 14920 0.0008636
5 Proboscia alata Bacillariophyceae Probosciz alata 7 AT - Utermohl - 100x 1 3 3 20 1200 0.004239

& Pseudo-nitzschia Bacillariophyceae Pseudo-nitzschia 4 A2 - Utermohl - 200x 2 32 320 373 11936.0 0.007305

7 Pseudosolenia calcar-avis Bacillariophyceae Pseudosolenia calcar-avis 4 AT - Utermohl - 100x 1 10 10 20 4000 0.03561

< >

Export sample (.xlsx)... |Save edited changes

Close plarkton counter

On the sample data page you get an overview of your count. If you detect mistakes you may change

[Export sample (.xlsx).. ]

species or delete entire posts. When you are ready click and save your results

wherever suitable.
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Dataset manager

The Plankton Toolbox has a dataset manager where you can import data from different sources to
manipulate in several ways.

Plankton Teolbox - Desktop application

File Extratools Help
Activities:

D{ taset manager
Welcome

Plankton counter
Dataset manager Predefined formats Plankton counter samples Parsers - Text file (*.txt) Parsers - Excel files (*.xlsx)

Import dasets (datafiles

Dataset screening

Format: Plankton counter sample(s) (*.adsx) ~
Dataset reports

Dataset analysis

Extra tools:

Dataset viewer (hide)
Graph plotter (hide)
Toolbox logging  (hide)
(Hide all)

Import datasets/datafiles. .. Update trophic types

Imported datasets/datafiles

Import Content File or dataset File-path or sample  Parser Import column - Export column

Remove &l datasets| |Remove marked dataset(s) [ ] View marked dataset

Plankton Toolbox imports data in text (txt) and Microsoft Excel (xIsx) files in different formats in
addition to the plankton counter samples. Since data formatting differs depending on the source of
the data, importing formats are configurable by the user through parsers. A useful function is that
data from different sources, in different formats, can be combined by importing multiple files. The
data can then be exported as one consistent dataset in txt or xlIsx format by the user.

Data files - Text(*.txt)

Plankton Toolbox - Desktop application

- [m} X
File Extratools Help
Activities:
Dal aset manager
Welcome Import datasets/datafiles
Plankton counter
Dataset manager Predefined formats Plankton counter samples Parsers - Text file (*.tut) Parsers - Excel files (*.xlsx)
Dataset screening Select parser: sharkweb_phytoplankton_2015-11-05.xlsx ~ | (.
Dataset reports
Dataset analysis Select import column: | SHARKweb (internal names) ~
Extra tools: Select export column: |Export (internal names) -
Dataset viewer (hide)
Graph plotter (hide)
Toolbox logging  (hide)
(Hide all)
Text file character encoding (affects &, &, p, etc.):  windows-1252 ~ | |Import dataset(s)... Update trophic types
Imported datasets/datafiles
Import Content File or dataset File-path or sample  Parser Impert column  Export column
Remove all datasets| | Remove marked dataset(s) [ View marked dataset

To work with special text- or Excel files with other rows and names than these predefined you may
need a custom-made parser which SMHI can help you with. In the text files tab you can for instance
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manage data downloaded from the Sharkweb, https://sharkweb.smhi.se/, at present only available

in Swedish.

URVAL PROVER OCH MATVARDEN

Urval prover och miatviarden Avancerat urval Hiélp O D6lj urval
rMNér—————————————————— ~ Vad: - Visa pa kartan:
Ar: [2016 ~|-[2018 Datatyp: | Phytoplankton v
Manader: Allz Rensa Parameter: r Visa som tabell/rapport:
Valj alternativ fér visning/nerladdning
— )
ianbuarl. Stati beroende pa datatyp och behov:
ebruari |Anh|:||l E | Innehaller ~ |Tabe|l: Phytoplankton \’l
Mars
Apr_ll Art/taxon-namn: Rubrikrad: [Intemtnamn ]
Maj
. | | Del av namn ellerh
Juni
Juli
Augusti - Visa som diagram:
September Diagram: \’|
Oktober
November
December

Geografisk avgransning ej aktiverad. Kan aktiveras till héger om kartan.

When downloading from the Sharkweb, make sure you choose “internt namn” (internal name), then
click “sok” (search).

RESULTATPROVER OCH MATVARDEN (Rad 1 till 2000 av 12110 visas) MNasia sida

2 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
3 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
4 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
5 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT Nationell miljégvervakning | Havs
6 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
7 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
B Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
9 Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT Nationell miljégvervakning | Havs
10 |Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MNAT MNationell miljédvervakning | Havs
11 | Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
12 | Phytoplankton Klar Leverantdr 2018 ANHOLT E ANHOLT E MAT MNationell miljédvervakning | Havs
13 |Phytoplankton Klar LeverantGr 2018 ANHOLT E ANHOLT E MAT Nationell miljggvervakning | Havs .
£
DIVERSE
Ladda ner data Allménna installningar
Decimal/filt-avgransare: Radbrytning: |Windows | Teckenkodning
Villkor fér nerladdning Jag accepterar villkoren
Resultat med fler &n 50000 rader levereras osorterat.

The results will appear, accept the downloading terms (jag accepterar villkoren), and click “ladda ner
data” (download). Now your data is ready for the data manager.
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Activities:

Welcome Import datasets/datafiles

Plankton counter

Predefined formats Plankton counter samples Parsers - Text file (*.txt) Parsers - Excel files (*.xlsx)

Dataset screening

Select parser: sharkweb_phytoplankton_2015-11-05.xsx
Dataset reports
Dataset analysis Select import column: | SHARKweb (internal names) ~
Extra tools: Select export column: | Export (internal names) ~

Dataset viewer (hide)
Graph plotter  (hide)
Toalbox logging  (hide)
{Hide all)

Text file character encoding (affects &, &, p, etc.): | windows-1252 ~ M Import dataset(s). Update trophic types

Imported datasets/datafles

Import Content File or dataset File-path or sample  Parser Impert column  Export column

Remove all datasets| |Remove marked dataset(s) [ ] view marked datsset

Click the import dataset(s) to browse for the data file(s) that you want to work with.

Plankton Toolbox - Desktop application
File Extratools Help

Activities:
Dataset manager
Welcome Import datazets/datafiles
Plankton counter
manager Predefined formats Plankton counter samples Pargers - Text file (*.tut) Parsers - Excel files (. xlsx)

Dataset screening Select parser: sharkweb_phytoplankton_2015-11-05.xlsx

Dataset reports

Dataset analysis Select import column: | SHARKweb (internal names) ~
Extra tools: Select export column: | Export (internal names) ~

Dataset viewer (hide)
Graph plotter  (hide)
Toolbox logging  (hide)
(Hide all)

Text file character encoding (affects &, &, p, etc.): | windows-1252 ~ | Import dataset(s)... Update traphic types

Imported datasets/datafiles

Import Content File or dataset File-path or sample

~ 1 Impert-1  Visits: 53, samples: 53, variables: 12110, AnholtE_2016-2018.t¢  C:/Users/a001175/Downloads/AnholtE_2016-2018.b¢  plankton_toolbox_data

<

Remove al datasets  Remove marked dataset(s)
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You may add files with other formats, for example from the plankton counter:

Plankton Toolbox - Desktop application

- [m| X
File Extratools Help
Activities:
Welcome Import datasets/datafiles
Plankton counter
Dataset manager Predefined formats Plankton countter samples Parsers - Text file ("txt)  Parsers - Excel files (* xlsx)

Dataset screening

2019_National_monitering: Anholt E_2019-08-18_0-10m
Dataset reports

Dataset analysis

Extra tools:

Dataset viewer (hide)
Graph plotter  (hide)
Toolbox legging  (hide)
(Hide all)

Clear all Mark all | Import marked dataset(s) Update trophic types

Imported datasets/datafiles
Import Content File or dataset File-path g
1 Import-1  Visits: 53, samples: 53, variables: 12110, AnholtE_2016-2018.tt C:/Users/ab01175/Downlog
2 Import-2  Visits: 1, samples: 1, variables: 28, 2019_Mational_monitoring: Anholt E_2019-08-18_0-10m -
< >

Remove all datasets| |Remove marked dataset(s) [ | View marked dataset

Dataset screening

When the data has been imported the raw data can be screened in different ways to check for

duplicate data, look for unrealistic dates, positions etc. There are also plotting tools to visualize the
raw data.

Select datasets

Plankton Toolbox - Desktep application
File Extratools Help

Activities:
Welcome
Plankton counter Select datasets Check structure Check species Check column values Plot parameters
Dataset manager

Import-1. Source: AnholtE_2016-2018 ¢
[ Import-2. Source: 2019_National_monitoring: Anholt E_2019-08-18_0-10m

Dataset screening
Dataset reports

Dataset analysis

Extra tools:

Dataset viewer (hide)
Graph plotter (hide)
Toolbox logging  (hide)
{Hide all)

Clear all Mark all

The dataset(s) imported in the data manager can be screened here, mark the one(s) to be screened.
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Check structure

Plankton Toolbox - Desktop application — [m| X

File Extratools Help
Activities:

Welcome

Plankton counter Select datasets Check structure Check spedes Check column values Plot parameters
Dataset manager

Result:
View Dataset: AnholtE_2016-2018. txt 2
Dataset reports datasets - Sampling event: ANHOLT E, 2018-12-08
Dataset analysis - Samples: 1, variable rows: 350
View - Sampling event: ANHOLT E, 2018-12-07
Extra tools: sampling events - Samples: 1, varizble rows: 392
- Sampling event: ANHOLT E, 2018-11-13
Dataset viewer (hide) View - Samples: 1, variable rows: 348
Graph plotter (hide) samples - Sampling event: ANHOLT E, 2018-11-11
- Samples: 1, variable rows: 331
Toolbox logging  (hide) Scan for - Sampling event: ANHOLT E, 2018-10-17
{Hide all) duplicates - Samples: 1, varisble rows: 267

- Sampling event: ANHOLT E, 2018-09-23
- Samples: 1, variable rows: 280

- Sampling event: ANHOLT E, 2018-05-02
- Samples: 1, varisble rows: 217

- Sampling event: ANHOLT E, 2018-05-27
- Samples: 1, variable rows: 108

- Sampling event: ANHOLT E, 2018-04-21
- Samples: 1, variable rows: 205

- Sampling event: ANHOLT E, 2018-04-16
- Samples: 1, variable rows: 205

- sampling event: ANHOLT E, 2018-03-19
- Samples: 1, variable rows: 300

Wiew View
. L i s
Check the data structure and also get a quality check by clicking tlajois , sampling even
View Scan for
samples duplicates

and

Check species

Activiies: Toolbox logging & x
Dataset screeni
Welcome Number of displayed rows: Clear bog
Plarkton counter Selectdatasets  Checkstructure | Checkspecies | Check column values  Plot parameters 2019-10-03 08:27610: - harmful_habadsx (Harmfu A
Datasetmanager
Resuits

c 201-10-03 08:27:10: - planktongroups_alsx (Plar
p—— o
Datasetanalysis 2015-10-03 03:37:28: Importing datasets...

Ched 2019-10-03 08:37:28: Importing datasets clone. N

Extra tools: sitme 2019-10-03 08:37:45: Copy datasets for analysis.
Dataset viewer (hide) 2019-10-03 03:37:47: Copy datasets for analysis it
Graphplotter (ide) 2019-10-03 03:38:07: ERROR: Exception: (Analyse
Toobox logaing  (hie)
e o) 201-10-03 10:03:22: Import sample...

2019-10-03 10:03:58: Sample imported: //winfs-f
2015-10-03 10:03:58: Importing samples done.,

2019-10-03 11:06:31: Selected parser: sharkweb_g
2019-10-03 11:12:30: Selected parser: sharkweb_

2019-10-03 11:26:3% Importing datasets...
2019-10-03 11:26:59: Importing datasets done. N

2019-10-03 11:27:56: Importing datasets...
2019-10-03 11:28:06: Importing datasets done. N

2019-10-03 11:28:15: Importing datasets...
2019-10-03 11:28:15: Importing datasets done. N

2019-10-03 15:29:21: Species screening started...
2019-10-03 15:29:21; Species screening done, v
< >
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Check column values

Plankton Toolbox - Desktop application

File Extratools Help
Activities:
Dataset screening
Welcome
Plankion counter Selectdatasets  Checkstructure  Checkspedes  Checkcolumnvaluss  Plot parameters
Dataset manager Column: Content:
| [T
Dataset reports Szadin 2017-08-17
2017-10-12
Dataset analysis 2017-10-15
20171109
Extra tools: 2017-12-14
- 2017-12-18
Dataset viewer (hide) 2018-02-02
Graph plotter (hide) 2180513
o ¥ 0180519
ooboxlogaing - (hide) 018-04-16
(Hide all) 2018-04-21
2018-05-27
2018-05-02
0180923
018-10-17
181111
2181113
20181207
2018-12-08

Each column may be marked in the drop down menu and checked.

Plot parameters

Activities:
taset screening
Welcome
Plankion counter Sclctdatasets  Checkstucture | Checkspecies  Checkcolumn values  Plot parameters
Dataset manager
o Parameters: Graph plotter
Datzset reports [ # counted (ind)
Dataset "‘ [ # counted (ind/analysed sample fraction) Chart | Labels
jataset analyss Abundance (ind/l or 100 um pieces/l)
Extra tooks: [ Abundance (ind) Chart type: Combined []Stacked [AVlogscale | Clear | [Editandsave...
[ Biovolume concentration (mm3/1)
:a"ﬁ:“‘v:"th(z“;) (] Carbon concentration (ugC/l) Parameter values per date
raph plotter  (hice)
Toolbax logging - (hide) 107 § -
Abund dfl or 100 J °
(el ° undance (ind/l or 100 um p\Q(ei/] :
*
L]
105 4 s g S b
. |.
I o ooglt o .
s,
Clear all Mark al 10° 4 s T H
Plot parameter values  Plot parameters values per date @ .
E ' .
2 10% 3 °
[J
10°4 ! i ]
10 s! 15.
'“'“'“‘“Qu sese ssss o eee
40> 5,0\' n\' ,n\- e,n\ oF o o
6 6F 6 A a8 A O o7 o0 o0
B T S VA L L gl L Lt

Mark the parameter(s) you want to plot and click either

[P‘Iot parameters values per date]
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Dataset reports

Plankton Toolbox - Desktop application — m] X
File Edratools Help
Activities:

Dataset reports

Welcome: Select datasets
Plankton counter

Import-1. Source: Anholte_2016-2018:6t

Dataset manager
[ Import-2. Source: 2019_National_menitoring: Anholt E_201-08-18_0-10m

Dataset screening

Dataset analysis

Extra toos: Qear all Markal
Dataset viewer (hide)
Graph plotter (fide)

Toobox logging  (hide) Report type: | Quantitative (counted): Table format ~ | ] Agaregate simiar rows
(Hide all)

Create report

Create report.

Report preview

Stationname  Stationcode Sampledate  Anslysisdste  Mindepth (m)  Max depth (m) Class Scientific name Species flagcode  Cf  Authol A
1 ANHOITE 2016-01-12 0.0 0.0 Ciliophora
2 ANHOLTE 2016-01-12 00 100 Cryptophyceae Cryptomonadales
3 ANHOLTE 2016-01-12 0.0 0.0 Flagellates
4 ANHOITE 2016-01-12 00 100 Dinophyceae Gymnodiniales
5 ANHOLTE 2016-01-12 0.0 0.0 Raphidophyceae Heterosigma akashiwe
&  ANHOITE 2016-01-12 00 100 Cilistea Laboea strobila
7 ANHOLTE 2016-01-12 0.0 0.0 Katablepharidophyceae Leucocryptos marina

v

< >

Save report

Copy to dipboard File format: | Excel file (<.xlsx) V|| saveas...

A handy way to format a dataset into a data report for delivery, for instance for an outsourcer. Click
the Aggregate similar rows box if the taxa are not needed to be presented in the different size
classes, there will be an aggregation on a taxon level.

Dataset analysis

Select dataset(s)

Plankton Toolbox - Desktop application - o X
File Edratools Help
Activities:

Welcome

Plarktan counter Ceanwp  Aggregate; Fiter  Predefredgraphs  Genericgraphs  Stalistics  Exports

o

Import-1. Source: AnhottE_2016-2018.6¢t
[ Import-2. Source: 2019_National_monitoring: Anholt E_2019-08-18_0-10m

Dataset screening
Datasetreports

Extra tools:

Dataset viewer (hide)
Graph piotter (hide)
Tooboxlogging  (ide)
{Hide all)

Clear analysis datal Load marked dataset{s) for analy: l

Aanalysis data, filtered data, statistical data and export data

View: | Analysis data v Number of rows: 12110
visit_year  sample_date  vist_month station_name  sample_latitude dd  sample_longitude dd  water_depth_m sample_id sample_rin_depth m  sample_max_depth m sdentr A
1 018 2018-12-08 12 ANHOLTE 56,6666 121167 5.0 Anholt E 2018-12-08 0-10m 0.0 100 Attheya septen
2 018 2018-12-08 12 ANHOLTE  56.6666 12.1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septen
] 2018 2018-12-08 12 ANHOLTE 565666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septen
4 08 2018-12-08 12 ANHOLTE 566666 121167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septen

s 008 20181208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08.0-10m 0.0 100 Bacillariophyce
6 008 20181208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08.0-10m 0.0 100 Bacillariophyce v
< >
Export data

Copy todipboard File format: |Tab delimited text fle (bd) | | Save...

To analyse data, select the wanted dataset(s), click Load marked dataset(s) for analysis and the data
will appear in the lower window. Observe that the data at any time can be saved in two different

Copy to dipbuard] Or[ Save... ]

ways, either by clicking , remember to choose format.
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Clean up

Plankton Toolbox - Desktop application - O X

File Edratools Help
Activities:

Dataset analysis

Welcome

Plankton counter Selectdataset(s) ~ Cleanup  Aggregatefcomplementdats  Fiter  Predefined raphs  Genericgraphs  Statistice  Exports

Dataset manager Columns Content:

Dataset screening

Dataset reports Coziili s Keep marked data

Remove marked data

Extra tools:

Dataset viewer (hide)
Graph plotter (hide)
Toolbox logging  (ride)

(Hide al)
Clear al Merk all
Analysis data, fitered data, statistical data and exprt data
View: | Analysis data hd Number of rows: 12110
visit_year sample_date  visit_month  station_name  sample_latitude_dd  sample_longitude_dd  water_depth_m sample_id sample_min_depth m  sample_max_depth_m sdienti A
1 012 0121208 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-08.0-10m 0.0 100 Attheya septen
2 2018 0131208 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septen
3 2018 018-12-08 12 ANHOLTE 56,6666 12,1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septen
4 2018 0131208 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-02.0-10m 0.0 100 Attheya septen
5 012 0131208 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophyce
6 2018 0131208 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophyce v
< >
Export data
Copy to cipboard|  File format: | Tab delimited text fie (%.tct) v| | Save

In the “clean up” step you can remove data you do not need, like certain dates, stations, depths,
trophic types etc.

Aggregate/complement data

Plankton Toolbox - Desktop application — O b3

File Etratools Help
Activities:

Dataset analysis

Welcome
Plankton counter Selectdstaset(s)  Cleanup  Aggregate/complementdata | Fiter  Predefinedgraphs  Genercgraphs  Ststistis  Exports
Dataset
ataset manager Aggregate over: Complement data:
Dataset
ataset soeening Taan level {rark): Trophic type: Life stage:
Dataset reparts
Class > Add 0 for nat observed

[ tndude trophic types

Extra tools:

Dataset viewer (hide) [ tndude development stage/sex

Graph plotter (hide)
Toobox logging  (hide)
{Hide al)

Reload analysis data (no dean up)| |Agaregate data

Analysis data, filtered data, statistical data and export data

view: | Analysis data d Number of rows: 1900
visit_year sample_date  visit month  station_name  sample latiude_dd  sample_longitude dd  water_depth_m sample_id sample_min_depth_m  sample_max_depth_m sdentific &
. e awerzms w2 ANHOLTE 566666 121167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
2 zms . 2018-12-08 12 ANHOLTE  56.6666 12,1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
3 2008 2018-12-08 12 ANHOLTE 566666 12,1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
a8 2018-12-08 12 ANHOLTE 566666 12,1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
5 2018 2018-12-08 12 ANHOLTE 36.6666 121167 350 Anholt E_2018-12-08 0-10m 0.0 100 Cryptephyceae
6 2018 2018-12-08 12 ANHOLTE 36.6666 121167 350 Anholt E_2018-12-08 0-10m 0.0 100 Cryptophyceae v
< >
Export data
Copy to dipboard File format: | Tab defimited text fle (%.bct) v | | Save...

At this step data can be aggregated to different taxonomic levels, e.g. from species level to class
level. There is a function for adding zeros for organisms that are found in some but not all samples.
The software looks through all the sampling locations, dates and depths, creates a complete list of
taxa observed in all the samples in the dataset, and adds zeros in abundance for taxa that were not
observed in certain samples. It is possible to choose whether to include trophic types and development
stage/sex (zooplankton).
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Filter

Planktan Toolbox - Desktop application

File Extratools Help

Activities:
Dataset analysis
Welcome
Planiton counter Selectdataset(s)  Cleanup  Aggregatejcomplement dats  Fiter  Predefined graphs  Genericaraphs  Statistics  Exports
Dataset manager Date from: Stations: Sampling months: Sampiing events: Vin-max depth: Scientific name: Traphic type: Life stage:
Dataset screening
Sataretreports 160112 ANHOLT E ~ | [E aNHOLT E:2016-0 | [ 0.0-100 Actinocyclus | [ AU
Date tor ANHOLT E: 2015-0; Alexandrium X
ANHOLT E: 2015-0 Alexandrium pseud NS
Extra tools: ANHOLT £ : 2016-0 Amphidinium
Dateset tude) ANHOLT E : 2016-0 Anabaena
atasetviener (hids ANHOLT E : 2016-0- Apedinells radians
Graph plotter  (hide) ANHOLT E; 20160 Aphanothece
Tookbox logging - (hide) ANHOLT E : 2016-0! Asterionellopsis gla
psis g
(Hide 2} A ANHOITF: 20160 ¥ A Attheva lonaicornis
v|l< > < >
Clearal Markal Clearal Markal Clearal Markal Clearall Markal Clearal Markal Clear all Markall Clearal Markal
Analysis dat, fitered data, statistical data and export data
View: | Analysis data v Number of rows: 9853
Visit_year sample_date  vistmonth  statonname  sample_latiude dd  sample_longitude dd  water_depth_m sample_id sample_min_depth m  sample_max_depth_m scientiic A
1 a3 0181208 2 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septents
2 008 20081208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentt
3 008 20081208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentt
4+ e 20181208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentt
52008 20081208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophyces
5 a8 20181208 12 ANHOLTE 566666 121167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophyces v
< >
Export data
Copytodipboard  Fie format: |Tab delimited text fie (=bt) | | Save..
Here you can filter your data further, for example to exclude certain species or months.
- o x

Plankton Toolbox - Desktop application

File Edratools Help

Activities:
Dataset analysis
Welcome
Plankton counter Select dataset(s)  Cleanup  Aggregatefcomplementdata  Filter  Predefined graphs  Genericgraphs  Statistics ~ Exports
Dataset manager
Dataset screening Parameter: | # counted (ind/analysed sample fraction) Time series Add plot
Dataset reports Seasonal cyde Add plot

Values for taxa / station and date

Extra tools:

Dataset viewsr (k) Values for station and date { taxa

) G oot (ide)

Toolbox logging - (hide)
(Hide al)

Analysis data, filtered data, statistical data and export data

Number of rows: 9853

View: | Analysis data v
visit_year sample_date  visit_month  station_name  sample_latitude_dd  sample_longitude_dd  water_depth_m sample_id sample_min_depth_m  sample_max_depth_m scientific »
1 2018 2018-12-08 12 ANHOLTE 36.6666 121167 350 Anholt E_2018-12-08 0-10m 0.0 100 Attheya septentr
2 w8 2018-12-08 12 ANHOLTE  56.6666 12,1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentt
3 s 2018-12-08 12 ANHOLTE 56,6666 121167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentt
4 8 2018-12-08 12 ANHOLTE 56,6666 121167 550 Anholt E_2018-12-08 0-10m 0.0 100 Attheya septentr
5 208 2018-12-08 |12 ANHOLTE 566666 12,1167 550 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
5 W8 2018-12-08 12 ANHOLTE  56.6666 121167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea
>
Expart data
Copy to dipboard File format: | Tab delimited text file (%.txt) Save...

A few graphs are available for quality control and such. With the Extra tools in the left margin you
can view/hide the dataset, graphs or loggings. The current aim of the plotting tools is to give the user
the ability to produce fairly simple graphs. For publication quality output it is often necessary to
export the data and to use some graphical software package.

28



Plankton Toolbox Users Guide version 1.3.2, 10 October 2019

Plankton Teolbox - Desktop application

File Edratools Help

Activities:
ataset lysis
Welcome
Plankton counter Selectdataset(s)  Cleanup  Aqgregatejcomplementdata  Fiter  Predefined graphs  Genmeric graphs  Statistics  Exports
Dataset manager
Dataset sereening Parameter: |Abundance (ind/l or 100 um piscesfl) 2 Time series
Dataset reports
Seasonalcyde| oy | |abels
values for ta: ta
Extra tools: dhics Rejto ) sotiog Chart type: |Scatter chart ~ | [7] Combined [ stacked [] Ylog scale Clear Edit and save...
Dateset viewsr (ick) Values for station and da Time series
Graph plotter (hide)
Toobox | d
O:Ze';‘)mm (hide) @ Abundance (ind/l or 100 um pieces/l) .
* 6000000
. 5000000
Analysis data, fitered data, statistical data and export data
View: | Analysis data ~ 4000000 4 ° hd f rows: 9853
visit_year sample_date  visit_month  staton_name  sample_latitude_d 3000000 1 hd scientific A
1 2008 20121208 12 ANHOLTE 566666 ° septentt
2 2018 20121208 12 ANHOLTE 566666 2000000 septentt
3 208 20131208 12 ANHOLTE 566666 L septentt
1000000 < L
4 2018 2018-12-08 12 ANHOLTE  56.6666 Py h g o s septentt
H | Qo
5 2018 20181208 12 ANHOLTE 566666 01 .“.u.“ .“..u *. (1] ophycea
5 2018 018-12-08 12 ANHOLTE 566666 N 1% N N 3 1% 1% N W N ophycea
: &° b,a"'q 6)0{3,0 1)0\,0 TQ‘J.G 1‘0%.0 %D\',Q a‘“ﬁ‘a %,0‘33 9}0\',0 phy N v
A0 A8 48 g% 0 48 BT 8T 8T o>
Export data
Copy toclpboard|  File format: |Tab delimited text fle (*.bt) v | | Save...
A time series is one of the predefined graphs.
Plankton Toolbox - Desktop application - o x

File Edtratools Help
Activiti

D itaset analysis

Welcome
Plankton counter Selectdataset(s) ~ Cleanup  Aggregate/complementdata  Fiter  Predefinedgraphs = Genericgraphs  Stafistics  Exports
Dataset manager
Dataset sereering Select number of varizbles in each plot: | Two varisbles (XandY)  ~
Datasetreports Select x-auis: |parameter: | Parameter: | ¥ counted (ind/analysed sample fraction) | Type: |float ~
Select y-ais: |parameter: | Parameter: | # counted (indfanalysed sample fraction) v | Type: float v
Exira tooks: Select z-axis: |parameters Parameter: | # counted (ind/analysed sample fraction) | Type: |fioat

Dataset viewer (hick)
Graph plotter (hide)

Toobox logging  (hide)
{Hide all)

New graph | |Add plot to graph

Analysis data, filtered data, statistical data and export data

View: | Analysis data v Number of rows: 9853
visit_year sample_date  visit_month  staion_name  sample_lattude dd  sample_longitude dd  water_depth_m sample_id sample_min_depth m  sample_max_depth_m scientific A

1 0. 2018-12-08 12 ANHOLTE  56.6666 12,1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septents
2 208 2018-12-08 12 ANHOLTE  56.6666 12.1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septents

3 2018 2018-12-08 12 ANHOLTE  56.6666 12.1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septentr

4 200 2018-12-08 12 ANHOLTE  56.6666 12,1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Attheya septents

5 208 2018-12-08 12 ANHOLTE  56.6666 12,1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea

s 2018 2018-12-08 12 ANHOLTE 566666 12.1167 55.0 Anholt E_2018-12-08_0-10m 0.0 100 Bacillariophycea v
< >
Export data

Copy to cipboard|  File format: |Tab delimited text fle (%bxt) | | Save...

This tab offers more options in generating graphs.
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Statistics

Plankton Toolbox - Desktap application

File Exdratools Help

Activities:
Dataset an: ysis
Welcome
Plankton counter Sclect dataset(s)  Cleanup  Aggregatefomplementdata  Fiter  Predefined graphs  Genericgraphs  Stalistics  Exports
Datasst manager Parameter: Spiitby:
Dataset screening
Datoset reports Abundance (ndfl or 100 umpiecesf) Year
[ season
Extra tools: [ month
Dataset viewer (hide) [ station
Graph plotter (hide) Sampling event
Toolbox logging  (hide) Depth
(ride all [] scientific name:
Viewdata | |Calaulate statistics| | Plot graph
Analysis data, fitered data, statistical data and export data
View:  Statistical data A Mumber of rows: 53
Parameter Year Sampling event Depth Mean Median std. dev. Min Max Counted values N
1 Abundance (ind/l or 100 um pieces/) 2016  ANHOLT E 2016-01-12 0.0-10.0 10142.391304347826 11450  17736.075071273164 50.0 690680 23
2 Abundance (ind/l or 100 um pieces/l) 2016 ANHOLT E2016-02-19 0.0-100 11314.472222222223 1030.5 21216.89864168302 500 825090 36
3 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E2016-02-21 0.0-100 6155.613636363636 1759.0 O361.57677864906 430 378720 44
4 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E 2016-03-18 £.0-10.0 11788.825 28310 1873240024114302 49.0 741320 40
5 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E2016-03-19 0.0-10.0 18229.204545454544 4260.0  33381.73245720666 100.0 144840.0 44
6 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E2016-04-21 0.0-10.0 27974.14285714286 51330 63776.47213069044 500 2823150 35
v
Export data
Copy to dipboard| e format: | Tab defimited text fle (“txt) v | Save...
Plankten Toolbox - Desktop application - m] x

File Edratools Help

Activities:

Welcome

Dataset analysis

Plarkton counter Selectdataset(s)  Cleanup  Aggregatefcomplementdata  Fiter  Predefinedgraphs  Genericgraphs  Statistics  Exports
Dataset manager
Parameters (for PRIVER):
Dataset screening PRIVER
Datasetreports # counted (ind/analysed sample fraction)
P Abundance (ind/1 or 100 um pieces/) Zooplarkton: Abundance m2 and m3, length median and mean
Biovolume concentration (mm3/])
Extra tools: Carbon concentration (ugC/l)
Dataset viewer {hide)
Graphplotter (hide)
Toolbox logging  (ride)
(ide al)
Clear al Mark all
Analysis data, fitered data, statistical data and expart data
View: | Statistical data ~ Number of rows: 53
Parameter Vear Sampling event Depth Mean Median std, dev, Mn  Max  Counted values &
1 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E 2016-01-12 0.0-10.0 10142.391304347826 11450  17736.075071273164 50.0 69069.0 23
2 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E 2016-02-19 0.0-10.0 11314.472222222223 1030.5 21216.89864168302 500 825090 36
3 Abundance (ind/l or 100 um pieces/l) 2016 ANHOLT E 2016-02-21 0.0-10.0 6153.613636363636 1750.0 ' 9361.57677864906 49.0 379720 44
4 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E 2016-03-18 0.0-10.0 11788.825 28310 18732.40024114302 490 741320 40
5 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E 2016-03-19 0.0-10.0 18220.204545454544 4260.0  33381.73245720666 100.0 1448400 24
6 Abundance (ind/l or 100 um pieces/l) 2016  ANHOLT E2016-04-21 0.0-10.0 27974.14285714286 5133.0 63776.47213069044 50.0 2823150 35
v

Export data

Copy to dipboard

File format: | Tab delimited text file (=.tct) ~

save..

Arranges the data in for example PRIMER format, a statistical tool specialized for biological data.

At most steps in the data processing data can be copied to the clipboard and pasted into other

software running on the computer used. Data may also be exported in txt or xIsx formats for further

analyses or plotting using other software.

Managing counting lists

When you count a sample you may click on Save counting species list as and save a list of the taxa

and size classes you may want to re-use in the future. The counting list will show up in the drop down

window to the left in the counting window pane. Keep in mind that the counting lists for counting

samples always are subsets of the larger species lists. The subsets are found in the folder:
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Plankton Toolbox -> toolbox_data\plankton_counter\config\counting_species_lists

You may change these lists as you please but make sure that you only include taxa and size groups
that are found in the general species lists (see separate section on this topic).

Managing general species lists

Plankton Toolbox provides species lists based on the HELCOM-PEG groups lists. You may also use
other lists or create your own. Keep in mind that you need to include all organisms found in your
sample or your data set in the species lists. Organisms missing in the taxonomic hierarchy will not be
included when data is aggregated to different taxonomic levels.

The files with the species list and lists on taxonomic hierarchy are found in the folder Plankton
Toolbox -> toolbox_data\species

The lists are imported into Plankton Toolbox when the software is started.

Important lists
1. Alist of taxa that you expect to find in the samples you analyse or in the dataset you work
with

a. The HELCOM-PEG 2019 list is provided. It includes a list of taxa, trophic type, cell
shape, cell volume, carbon content per cell etc.

b. Anamendment to the list focusing on organisms in the Kattegat-Skagerrak may also
be included.

c. You may add taxa in the file taxa_extra.xIsx file. Always include information on
taxonomic hierarchy, e.g. rank and the name of the taxon higher in the taxonomic
hierarchy.

2. To be able to aggregate data to different taxonomic levels a taxonomic hierarchy is needed

a. Inthe HELCOM-PEG 2019 list the following taxonomic levels are provided:

i. Division
ii. Class
iii. Order
v. Scientific name (most often species)
b. Inthe Nordic Microalgae list (it will be added at a later stage) the following
taxonomic levels are provided:

i. Biota
ii. Phylum
iii. Class
iv. Order
v. Genus
vi. Species

vii. Subspecies or Variety or Forma
c. Inthe list taxa_extra.xlsx you may add new taxa with information on taxonomic
hierarchy
3. Alist defining synonyms and translations from misspelled to correct names is also provided.
The file name is translate_worms.xIsx.
4. Alist defining harmful species is provided, called harmful_hab. Harmful_extra defines the
higher levels, genus or order which are missing in the harmful_hab list.

Keep in mind that the counting lists always are subsets of the larger general species lists. The subsets
are found in the folder:
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Plankton Toolbox -> toolbox_data\plankton_toolbox_data\species.

Getting started on Mac
Download the zip archive with the software and accompanying files from:

http://nordicmicroalgae.org/tools

Unpack the archive, e.g.

Mac

The instructions below should work for most users.

After unzipping the folder downloaded from http://nordicmicroalgae.org/tools you need to do the

following:

1. Place the program, i.e. “plankton_toolbox_ver_1_3 0" in the logged in user’s folder, e.g. in

Peter, if you are logged in as Peter on your Mac. The folder icon looks like a small house.

2. Also place the subfolders “plankton_toolbox_data and “plankton_toolbox_counter” in the

logged in user’s folder, e.g. in Peter, if you are logged in as Peter on your Mac.

3. To start the program double click on “plankton_toolbox_ver 1 3 0”.

This will start the window for terminal on the Mac. A few seconds later Plankton Toolbox

starts. The terminal window will run in the background. The information shown in the

terminal window is not of importance for the user of Plankton Toolbox.

@ plankton_toolbox_start File View Extra tools

Tool selector

Plankton counter
Dataset manager
Dataset screening
Dataset reports
Dataset analysis

Extra tools
Dataset viewer - <hide>
Graph plotter - <hide>
Toolbox logging - <hide=
<Hide all extra tools>

Plankton Toolbox

Welcome to the Plankton Toolbox

The Plankton Toolbox is a free tool for aﬁaﬂc scientists, and others, working with environmental
monitoring related to phyto- and zooplankton.

Features include:

» Counting module for use by the microsco

» Imports phyto- or zooplankton data in .txt and .xlsx files in different formats (configurable)
+ Work with data on abundance, biovolume and carbon content

« Data screening - quality control of data

« Report generator

. Ai;gragate data, e.g. from species level to class level

« Plotting teols

« Statistics (in early development;

« Export data in .txt or .xlsx for further analysis or plotting

Usage Instructions

A User Guide is available at: hitp:/nordicmicroalgae.org/iools.

Preloaded data

To run the Plankion Toolbox there should be a folder named toolbox_data in the same folder as the
executable file. It contains species lists, parsers (used for dataset imporis) and code-lists for
screening. These files can be medified by the user and new files can be added if the default set of files
can't be used.

Under development

The Plankten Toolbox is under development and provided free with no guarantees regarding
functicnality. Comments, bug reports and requests for new functionality are welcome and can be sent
to info@nordicmicroalgae.org

More information about the project is available via the menu "Help/About™.

You may choose to run Plankton Toolbox in full screen mode. Just click on the green button in the

upper left part of the window.
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Tool soloctor

Welcome
Plankton counter
Dataset manager ‘Welcome to the Plankton Toolbox

Dataset screening The Plankton Toolbox is a free tool for aquatic scientists, and others, working with environmental monitoring related to phyto- and zooplankton.

Fealures include:

Dataset reports
Dataset analysis
- Counting module for use by the microscoy

Extra tools « Imports phyto- or zooplankion data in..txt and xisx files in different formats (configurable)
« Work with data on abundance, biovolume and carbon content
Dataset viewer - <hide> ; Bala soreening - qualfy conirol of deta

+ Report generaior

Graph plotter - <hide> - Agaregate data, e.. from species level 1 class evel

Toolbox logging - <hide> snamsngcs (in early development)

g s + Export data in txt or .xisx for further analysis o plotting

Usage instructions

AUser Guide is available at: http://nordiemicroalgae.orgools.

Preloaded data.

Torun he Plankion Toalbox thera showid be & folder named toolbax. data n the same folder s the excaulable e, contains specio lts, parsers (used for daaset imports) and code-fss for
sereening. These files can be modified by the user and new files can be added if the default set of files can't be

Under development

The Plankton Toolbox is under development and provided free with no guarantees regarding functionality. Comments, bug reports and requests for new functionality are weicome and can be sent
1o info@nordiemicroalgae.org

More information about the project is available via the menu "Help/About"

Plankton Toolbox running in full screen mode.

® & Bengt — plankton_toolbox_start — plankton_toolbox_start « plankton_toolbox_start — 80x24
Last login: Mom Dec 7 20:84:48 on ttys@ee B
fUsers/Bengt/PlanktonToolbox_wver_1_1_1_Mac_2815-11-87/plankton_toolbox_start ; e
xit;

Bengts-MacBook=Air:~ Bengt$ /Users/Bengt/PlanktonToolbox_ver_1_1_1_Mac_2015-11-@
7/plankton_toolbox_start ; exit;

QPixmap::scaled: Pixmap is a null pixmap

QPixmap::scaled: Pixmap is a null pixmap

QPixmap::scaled: Pixmap is a null pixmap

The Window for the Mac Terminal will be running in the background. The information shown in the
Terminal window is not of relevance for the user of Plankton Toolbox.
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[ NON ] 7% Bengt — plankton_toolbox_start — 80x24

Last login: Mon Dec 7 20:04:48 on ttyseee E
fUsers/Bengt/PlanktonToolbox_ver_1_1_1 Mac_2@815-11-87/plankton_toolbox_start ; e
xit;

Bengts-MacBook-Air:~ Bengt$ /Users/Bengt/PlanktonToolbeox_ver_1_1_1 Mac_2815-11-2
7/plankton_toolbox_start ; exit;

QPixmap::scaled: Pixmap is a null pixmap

QPixmap::scaled: Pixmap is a null pixmap

QPixmap::scaled: Pixmap is a null pixmap

QPixmap::scaled: Pixmap is a null pixmap

logout

Saving session...

...COpying shared history...

...5aving history...truncating history files...

...completed.

[Frocessen slutfﬁrd]l

You may want to quit the Mac Terminal after you have quit Plankton Toolbox.
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Technical information for developers

The software Plankton Toolbox was developed by Arnold Andreasson using open source software,
i.e. Python version 3.x. The code is free as defined by the MIT-license, the Open Source Initiative,
http://opensource.org/licenses/mit-license.php.

Plankton Toolbox - Version: 1.3.0

The Plankton Toolbox is a free tool for
aquatic scientists, and others, working with
environmental monitoring related to phyto-
and zooplankton.

The software is under development and
provided free with no guarantees regarding
functionality. Comments, bug reports and
requests for new functionality are welcome
and can be sent to

info@nordicmicroalgae.org

Plankton Toolbox can be run on Windows,
MacO0S and Ubuntu. No installation is
needed. The latest version can be found at:
http://nordicmicroalgae.orgftools.

Plankton Toolbox is developed by the
oceanographic unit of the Swedish
Meterological and Hydrological Institute
[SMHI). The software is a product of the

Swedish LifeWatch project funded by the
Swedish Science Council.

Developed in Python 3 and Qt/PyQt5.
Released under the MIT license. Source
code and info for developers at: http://
plankton-toolbox.orq.

[ OK
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